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WHAT IS CLAIMED IS: 

yl. An isolated polynucleotide encoding a polypeptide comprising: 

(a) the amino acid sequence set forth in SEQ ID NO: 28, or the 
mature prof^in portion thereof; 

t(b) the amino acid sequence set forth in SEQ ID NO: 30, or the 
mature protein portion thereof; or 

(c) \ the amino acid sequence set forth in SEQ ID NO: 32, or the 
mature protein portion thereof. 



2. The polymicleotide of claim 1 comprising the nucleotide sequence 
set forth in SEQ ID NO: 27 ear the mature protein coding portion thereof. 



3. The polynucleoti 
set forth in SEQ ID NO: 29 or the 



of Jbdaim\ comprising the nucleotide sequence 
ture prorpin coding portion thereof. 



4. The polynucleotide of claim 1 comprising the nucleotide sequence 
set forth in SEQ ID NO: 31 or the mature protein coding portion thereof. 

5. An isolated polynucleotide composing a fragment of the nucleotide 
sequence set forth in SEQ ID NO: 27 at least 15 nucleotides in length, said 
fragment comprising nucleotides 271 to 288 of SEQNiD NO: 27 or a portion 
thereof and said fragment capable of specifically identmang SEQ ID NO: 27. 



6. The polynucleotide of claim 5 wherein said fragment is at least 20 
nucleotides in length. 



7. An isolated polynucleotide comprising a fragment o\the nucleotide 
sequence set forth in SEQ ID NO: 29 at least 15 nucleotides in lengtl\said 
fragment comprising nucleotides 271 to 279 of SEQ ID NO: 29 or a portion 



-113- 



trvereof, and said fragment capable of specifically identifying SEQ ID NO: 29. 

\8. The polynucleotide of claim 7 wherein said fragment is at least 20 
nucleotio^s in length. 

9. Mji isolated polynucleotide comprising a fragment of the nucleotide 
sequence set fortfi in SEQ ID NO: 31 at least 15 nucleotides in length, said 
fragment comprising nucleotides 1440-1442 of SEQ ID NO: 31 or a portion 
thereof, and said fragment capable of specifically identifying SEQ ID NO: 31 . 

10. The polynucleotide of claim 9 wherein said fragment is at least 20 
nucleotides in length. \ |/\ 

\u 

11. A diagnostic probe Comprising the polynucleotide of any one of 
claims 5 through 10. \ 

12. The probe of claim 1 1 wherein the probe comprises a detectable 
label. \ 

13. The probe of claim 36 wherein the^abel is selected from the group 
consisting of radioactive labels, enzymatic labels, cnemilumini scent labels and 
fluorescent labels. \ 

14. A vector comprising the isolated polynucleotide of any one of 
claims 1 through 4. \ 



1 5. A host cell genetically engineered to contain the polynucleotide of 
any one of claims 1 through 4. \ 
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16. A host cell genetically engineered to contain the polynucleotide of 
any onk of claims 1 through 4 in operative association with a regulatory sequence 
that controls expression of the polynucleotide in the host cell. 

17. YA method of making an EGFL6 polypeptide comprising the steps 
of growing the Host cell of claim 16 in culture medium and isolating the expressed 
polypeptide from the cell or the culture medium. 



18. An isotated polypeptide comprising: 

(a) the amino^acid sequence of SEQ ID NO: 28 or 

(b) the mature Wotein portion thereof, or 

(c) a fragment oMie amino acid sequence of SEQ ID NO: 38 at least 5 



amino acids in length and comprising ami; 



acids 28 to 33 of SEQ ID NO: 28. 



19. An isolated polypeptide coynprisihg: 

(a) the amino acid sequence of SEQ ED NO: 30 or 

(b) the mature protein portion thereof, or 

(c) a fragment of the amino acid sequence of SEQ ID NO: 30 at least 5 
amino acids in length and comprising aminovacids 28 to 30 of SEQ ID NO: 30. 



20. An isolated polypeptide comprising: 

(a) the amino acid sequence of SEQ n3\NO: 32 or 

(b) the mature protein portion thereof, or^ 

(c) a fragment of the amino acid sequence df SEQ ID NO: 32 at least 5 
amino acids in length and comprising amino acid 395 of VEQ ED NO: 32. 




21. A method for detecting a polynucleotide of anyone of claims 1 
through 4 in a sample, comprising: \ 

a) contacting the sample with a compound that specificalw binds to and 
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\forms a complex with said polynucleotide for a period sufficient to form the 
coVnplex; and 

Vb) detecting the complex, so that if a complex is detected, said 
polynucleotide is detected. 

22. \ A method for detecting a polynucleotide of any one of claims 1 
through 4 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
nucleic acid primers mat specifically anneal to said polynucleotide under such 
conditions; and \ * 

b) amplifying the^annealc polynucleotides, so that if a fragment of said 
polynucleotide is amplified, s^id pj lynuojeotide is detected. 

23. The method of claini 22, wherein the polynucleotide is an RNA 
molecule, and the method further con\prises reverse transcribing an annealed RNA 
molecule into a cDNA polynucleotide. \ 

24. A method for diagnosing prostate cancer comprising the step of 
detecting a polynucleotide having the nucleotide sequence set forth in SEQ ID 
NO:23, a fragment thereof, or a nucleotide sequence having at least about 90% 
sequence identity to SEQ ID NO: 23 in a human sarW>le. 

25. A method for diagnosing breast cancer comprising the step of 
detecting a polynucleotide having the nucleotide sequence set forth in SEQ ID 
NO:23, a fragment thereof, or a nucleotide sequence having Aleast about 90% 
sequence identity to SEQ ID NO: 23 in a human sample. \ 



26. A method for diagnosing colon cancer comprising theSstep of 
detecting a polynucleotide having the nucleotide sequence set forth in SEQ ID 
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W):23, a fragment thereof, or a nucleotide sequence having at least about 90% 
sequence identity to SEQ ID NO: 23 in a human sample. 



SJ. The method of any one of claims 24 through 26 wherein a 
polynucleotide having the nucleotide sequence set forth in SEQ ID NO: 23 is 
detected. 

28. A method for diagnosing prostate cancer comprising the step of 
detecting an EGFL6\olypeptide comprising the mature protein portion of the 
amino acid sequence set forth in SEQ ID NO: 24 or an amino acid sequence 
having at least about 90%S^equei^c^identity to SEQ ID NO: 24 in a human 
sample. 

29. A method for diagnosing breast cancer comprising the step of 
detecting an EGFL6 polypeptide comprising the mature protein portion of the 
amino acid sequence set forth in SEQ ID NO: 24 or an amino acid sequence 
having at least about 90% sequence identity to SEQ ED NO: 24 in a human 
sample. 

30. A method for diagnosing colon cancer comprising the step of 
detecting an EGFL6 polypeptide comprising the marure protein portion of the 
amino acid sequence set forth in SEQ ID NO: 24 or anWnino acid sequence 
having at least about 90% sequence identity to SEQ ID NQ: 24 in a human 
sample. 



• 



- 117- 



>31. A method of inhibiting proliferation of cells expressing an EGFL6 
polypeptide or variant thereof having at least about 90% sequence identity to the 
amino acid sequence of SEQ ID NO: 24, comprising the step of contacting said 
cells with an antibody or fragment thereof that specifically binds said EGFL6 or 
variant thereof \ 

32. A method of inhibiting proliferation of cells expressing an EGFL6 
polypeptide or variant\hereof having at least about 90% sequence identity to the 
amino acid sequence of SJEQ ID NO: 24, comprising the step of contacting said 
cells with an antisense polynucleotide that specifically binds a polynucleotide 
encoding said EGFL6 or vanW thereof. 



34. The method of claim 33 wherein said cancer is selected from the 
group consisting of lung cancer, brain canoer, prostate cancer, breast cancer and 
colon cancer. \ 

35. The method of claim 33 wherein skid cancer is an adenocarcinoma. 

36. A pharmaceutical composition comprising an antibody or fragment 
thereof that specifically binds an EGFL6 polypeptide orVariant thereof having at 
least about 90% sequence identity to the amino acid sequence of SEQ ED NO: 24, 
and a pharmaceutical^ acceptable carrier. \ 



subject suffering from cancer. 



33. 



The method of clal 
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{7. A gene delivery vector comprising an antisense polynucleotide that 
specifically binds to a polynucleotide encoding an EGFL6 polypeptide or variant 
thereof havink at least about 90% sequence identity to the amino acid sequence of 
SEQ ID NO: 2^ 



38. A me\hod of treating cancer comprising administering a compound 
that inhibits the proliferation promoting activity of an EGFL6 polypeptide or a 
variant thereof having at i^ast 90% sequence identity to the amino acid sequence 
of SEQ ID NO: 24. 




39. The method of cf^im 38 wherein said compound inhibits the 
10 proliferation promoting activity oi\an EGFL6 polypeptide having the mature 

protein portion of the amino acid sequence of SEQ ED NO: 24. 



15 



40. A method for identifying V candidate inhibitor of EGFL6-induced 
cell proliferation comprising the step of measuring EGFL6-induced cell 
proliferation in the presence of and absence of a test compound, and identifying 
the test compound as a candidate inhibitor of EGFL6 induced cell proliferation 
when proliferation is decreased in the presence o£the test compound. 



41 . The method of claim 40 further composing the step of identifying a 
test compound that binds to EGFL6. 



42. A candidate inhibitor identified using the mfethod of claim 40 or 41 . 



